Table S1. Examples of sequence reads of MHC class Il system genes found in single read archive (SRA) datasets published by Malmstrgm et al. ! for Gadiformes and closely related fishes

MHC Il alpha MHC Il beta Cb4 CDh74
MHC Il alpha (DA lineage) [MHC Il alpha (DB category) |MHC Il alpha (DE lineage) |MHC Il beta (DA lineage) |MHC Il beta (DB category)|MHC Il beta (DE lineage) |CD4-1 CD4-2 CD74a CD74b
DA-alphal DA-alpha2 |DB-alphal DB-alpha2 |DE-alphal DE-alpha2 |DA-betal  DA-beta2 |DB-betal  DB-beta2 |DE-betal  DE-beta2
(or DB?)* (or DA?)* (or DB?)* (or DA?)*
P Polymixiiformes  Polymixia japonica a 1 notfound p——
a Percopsiformes Percopsis transmontana 2 1 :
r Typhlichthys subterraneus ERRIAZIGH.IGABM052  ERRIATIOALGIS2NG6D |CRRIATIBALIGISI6]  ERRIATISELSOISERAR  [ERRIATIGALSSZSO22  ERRMTIBALAIGSS6IS] [GRRIATIBALZONSELI  CRRITISELAAIASI2 [ERRIATIGALI0GMGRO1 ERRIATIGALITGORGS21 |ERRITIALSISGS782  ERRIATIBELSAIIVEI0D [CRRIATISALEO359052 |ERRIATIRALIGI66021 [ERRIATISALISSINAL2 |ERRLATIALIOTERTSL
a Zeiformes Zeus faber T e el o Ao e . .. aotfound notfound ot found aotound a 3 ot found
c Cyttopsis roseus ot foun ERRI73863,64784299.1 [ERR1AT384374163567.1 1 1 footound notfound lnniarases 167462302
a Stylephoriformes  Stylephorus chordatus CRRLTISMASIETES T ERRLATSSAAGOTON01 [notfound rotfound et foun oA 21025907 | [ERRLATIBASTIZZY  ERRLATIBATSSITIO0N ot found o found et foun no found .
n G Bregmacerotidae Bregmaceros cantori notfound notfound ot found notfound ot found notound ot found notfound ot found notfound ot found notound ot found ot found ot found ot found
t a Merlucciidae Merluccius polli netfound o found et foun o found et found ot found et found o found et foun o found et foun o found ernaa7354752770223.2 [t found erRaa73547.19205752.1 ot found
h d Merluccius merluccius notound nottound eRnierasastoseonss  EARITISAB133419922  [notfound nottound ot ouna nottound eRn1e73849.19576829:1 oot ouna ot ouna ot ouna
o i Merluccius capensis notfound ot found notfound lERR147385074307922  not found lERRL7IES034373032  ERR1ATIES0360968251  [not ound notfound 1 [notfound It found
p f Melanonidae Melanonus zugmayeri [T ——— 2 e Frecerzn T 1 | st samsrrny  cRmaTISSLAsIOB042  [CRRLATIESISOTSR291  ERRIATIESLI61996692 ot found notfouns eRraa7ssst ss11915.1 |ERRLa7agS1ATTB2205.1 [ERRaaTassL 197682 |cRRLATIES1I0006278 1
t o Muraenolepididae Muraenolepsis marmoratus oo nofound ermuarsss s 1  ERRTISSS S92 |netfound o found et foun o found et found o found et found ot found ern47385329378050.1 ot found et foun et foun
e r Trachyrincinae Trachyrincus scabrus notfound ERRIAT3BS5 241704031 |not found notfound ot oun natfound ot foun notfound ot oun notfound ot ound notfound eRR1473855.94102511 |not ound ot founa (Ep—
rm Trachyrincus murrayi notfound notfound ot found notfound ot found notfound leRRia73asso 1esses11  ERRIATIESOSEDSIIL  [not found notfound ot found notfound lennsaaess 27171351 ot found
y e Moridae Mora moro notfound rotfound ot tound rotfound ot tound rotfound ot found rotfound ot tound rotfound ot found rotfound envserssen 264776112 |rot found ot found ot found
g s Laemonema laureysi ERRLATIR2A283001  ERRIATISGZ20754527.2 |not found ERRuTIse2 387126382 ot found notfound ot foun ot found ot oun ot found ot founa notfound eRra473862.45680009:2 |nct found oot oun lennae7asez 220600501
i Bathyganidae Bathygadus melanobranchus o CRRLA73863.13853066.1 ot found notfouns envaarssea 35897782 notiouns — ERRa7I863 72780192 [notfound notfouns — notfouns —
i Macrourinae Macrourus berglax notound notfound ot found ot found ot ound ot found ot ound notfound ot found notfound ot found ot found exv1e73865.51289732 |not ound ot found ot found
Malacocephalus occidentalis oo notfound ot found notfound ot found notound eRntersses 322780872 ERRIA7S866378378911 |not found notfound ot found notfound enntasses 47798531 oot found enntarses 66383802 oot found
G |Phycinae Phycis blennoides CRRLTISGI2IERST  ERRIATISGSGEMBLL  [notfound notfound et foun o found et foun o found et foun cRRuTITOSOREs2 ot found o found et foun et founa et found
a Phycis phycis ERRITIETLSITI08T  notfound ot found notfound ot found notfound eRntarseLasonsiny  ERRIIEN 1280270 [notfound notfound ot found notfound enntar3671.40208761.1 oot found ot found ot found
d Lotinae Lota lota notfound notfound ot found notfound ot found notfound lRR17387226413270.1 ot found ot found notfound ot found notfound lRR1473872.303013072 ot found ot found ot found
i Molva molva notfound natfound ot founa o found ot founa o found ot founa ot found ot founa ot found ot founa o found eRR147287427302905.2 [t founa ot founa ot ouna
d Brosme brosme notfound notfound ot found notfound ot found notfound ot found notfound ot found notfound ot found notfound eR1a73675 342465911 [t found ot found ot found
a Gadinae Trisopterus minutus ot found notfound ot foun notfound ot foun notfound ot founa notfound ot foun notfound ot foun notfound lRR1473876 48813342 [not ound ot foun ot foun
e Gadiculus argenteus notound notfound ot found ot found ot ound ot found ot ound ot found ot found notfound ot found ot found exw1e73877.54590380:1|not ound ot found ot found
Pollachius virens notfound natfound ot founa o found ot founa o found ot founa ot found ot founa natfouns ot founa o found eRa1472878.12887792.1 ot founa ot founa ot ouna
Melanogrammus aeglefinus notound notfound ot found ot found ot ound ot found ot ound ot found ot found notfound ot found ot found exw1e73879.171603612 |not ound ot found ot found
Merlangius merlangus notfound notfound ot found notfound ot found notound ot found notfound ot found notfound ot found notfound eRn1473680.26550207.1 oot found ot found ot found
Arctogadus glacialis notound notfound ot found ot found ot ound ot found ot ound ot found ot found notfound ot found ot found exne738s2.53085727:1 |not ound ot found ot found
Boreogadus saida notfound notfound ot found notfound ot found notound ot found notfound ot found notfound ot found notfound enntar3ses saeessis2 oot found ot found ot found
Theragra chalcogramma notound notfound ot found ot found ot ound ot found ot ound ERRL473886 156108942 [notfound ot found ot found ot found exw1473886.18309701.1|not ound ot found ot found
Gadus morhua notfound natfound ot ouna o found ot founa o found ot founa ot founs ot ouna natfouns ot founa o found eRa1a73sso 38161831 ot founa ot ouna ot founa

This table shows examples of sequence reads that appear to contain parts of genomic sequences of MHC class Il system genes indicated in the upper row and were deposited in the SRA database of NCBI (https://www.nih.gov/) by Malmstrgm
et al. * for the species (-clades) indicated in the left columns. The sequence clones were found by "tblastn" analysis using appropriate search sequences, after which gene identity was confirmed by additional sequence comparisons. MHC class II
searches were done separately for each of the domains alpha-1, alpha-2, beta-1 and beta-2, of the classical plus classical-related class Il lineage DA, the nonclassical class Il category DB, and the nonclassical class Il lineage DE (for explanation of
DAversus DB and DE see supplementary text S1 and reference?). Only one matching sequence read per search is shown, but in most cases sequence reads of more than one matching clone were found. The amino acid sequences encoded by the
listed SRAs are shown in Figure S1, where they are aligned with representive sequences of the respective category. *Because the sequence reads are only short (~150 nt) and the Ig-like domain regions are relatively well conserved between the
DA and DB categories of MHC class Il, for SRAs matching to MHC class Il alpha-2 or beta-2 domains we probably can't reliably distinguish between DA or DB identity; DE lineage Ig-like domain sequences have more pronounced distinguishing
features (see Fig. S1). In the on-line correspondence section of a previous article by this research group 3 we already discussed that it might need more evidence before concluding that the non-canonical CD4-1 sequence in Atlantic cod is a
pseudogene; regardless of whether the Atlantic cod CD4-1 sequence produces a functional protein, with their current data Malmstrgm et al. * should have deduced the evolution from consensus CD4-1 in a non-gadiform ancestor to the gene
forms found in Gadiformes. Examples of matching sequence reads are described in yellow fields, while white fields with "not found" represent negative findings.
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